Single-particle electron microscopy of animal fatty acid synthase describing macromolecular rearrangements that enable catalysis.
We have used macromolecular electron microscopy (EM) to characterize the conformational flexibility of the animal fatty acid synthase (FAS). Here we describe in detail methods employed for image collection and analysis. We also provide an account of how EM results were interpreted by considering a high-resolution static FAS X-ray structure and functional data to arrive at a molecular understanding of the way in which conformational pliability enables fatty acid synthesis.